


AQOAO0GOIVI6 _9BACT | candidate division TM6 bacterium GW2011_GWA2 36 9 | Uncharacterized protein
G3R6R4 GORGO | Gorilla gorilla gorilla | Uncharacterized protein
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G7NU06_MACFA | Macaca fascicularis | Putative uncharacterized protein
'P AOAO096NXU4 PAPAN | Papio anubis | Uncharacterized protein
‘3 F7CN93 MACMU | Macaca mulatta | Uncharacterized protein
AQOAOD9RID1_CHLSB | Chlorocebus sabaeus | Uncharacterized protein
H2QO0P6_PANTR | Pan troglodytes | Uncharacterized protein
.kc AOA024R910_HUMAN | Homo sapiens | Tudor domain containing 5, isoform CRA b
H2N4J0 PONAB | Pongo abelii | Uncharacterized protein

F7GPY1_CALJA | Callithrix jacchus | Uncharacterized protein

G3TEV7_LOXAF | Loxodonta africana | Uncharacterized protein

M3VXB3 _FELCA | Felis catus | Uncharacterized protein
M3Y1J3 MUSPF | Mustela putorius furo | Uncharacterized protein
HOWXJ6_OTOGA | Otolemur garnettii | Uncharacterized protein
S7TNG41_MYOBR | Myotis brandtii | Tudor domain-containing protein 5
G1PFT9_MYOLU | Myotis lucifugus | Uncharacterized protein
F1S6A1_PIG | Sus scrofa | Uncharacterized protein

G1M861_AILME | Ailuropoda melanoleuca | Tudor domain-containing protein 5
;‘ AOAQAOMPCB8_CANLF | Canis lupus familiaris | Tudor domain-containing protein 5
G5E528 BOVIN | Bos taurus | Tudor domain-containing protein 5
: FP L8I7L7 9CETA | Bos mutus | Tudor domain-containing protein 5
53‘3 W5Q779 SHEEP | Ovis aries | Uncharacterized protein

L9L889 TUPCH | Tupaia chinensis | Tudor domain-containing protein 5
AOAOP6JFX9 HETGA | Heterocephalus glaber | Tudor domain-containing protein 5 isoform 2
HOV001_CAVPO | Cavia porcellus | Uncharacterized protein
AOAOH2UHC6 RAT | Rattus norvegicus | Tudor domain-containing protein 5
AOAO61HYNY9 CRIGR | Cricetulus griseus | Tudor domain-containing protein 5
FEWY93 HORSE | Equus caballus | Uncharacterized protein
G3VEY7_SARHA | Sarcophilus harrisii | Uncharacterized protein
F7B4W0_MONDO | Monodelphis domestica | Uncharacterized protein
F6YH90 ORNAN | Ornithorhynchus anatinus | Uncharacterized protein
K7FVR3_PELSI | Pelodiscus sinensis | Uncharacterized protein
G1KVTO_ANOCA | Anolis carolinensis | Uncharacterized protein

1

o Y

VIKH94 CALMI | Callorhinchus milii | Tudor domain-containing protein 5

WSELEX2 ASTMX | Astyanax mexicanus | Uncharacterized protein

AOQAOP7YHR6_9TELE | Scleropages formosus | Uncharacterized protein

FEQYS5_XENTR | Xenopus tropicalis | Uncharacterized protein

S4ANW46 9NEOP | Pararge aegeria | Tudor domain containing 7

ADAD23EWV9 TRIIF | Triatoma infestans | Putative transcriptional coactivator

34 ADAD67RPA3_ZOONE | Zootermopsis nevadensis | Tudor domain-containing protein 7
6 AQOAOKBTEH4 LYGHE | Lygus hesperus | Uncharacterized protein
10 AQAOD8BASD6 APIME | Apis mellifera | Uncharacterized protein

E2BFZ8 HARSA| Harpegnathos saltator | Tudor domain-containing protein 7

K1QZD2_CRAGI | Crassostrea gigas | Tudor domain-containing protein 7

W5NO030_LEPOC | Lepisosteus oculatus | Uncharacterized protein

AQA087XQP1_POEFO | Poecilia formosa | Uncharacterized protein

H2MII4_DHYLA| Oryzias latipes | Uncharacterized protein

AOAOFBAWRS _LARCR | Larimichthys crocea | Tudor domain-containing protein 7A

H3DL34 TETNG | Tetraodon nigroviridis | Uncharacterized protein

H2USX7_TAKRU | Takifugu rubripes | Uncharacterized protein

A[}A[}EDWEXQ ONCMY | Oncorhynchus mykiss | Uncharacterized protein

A[}A[}JE}YJ[}[} _DANRE | Danio rerio | Tudor domain-containing protein 7A

A[}A[}QQZTTB _TINGU | Tinamus guttatus | Tudor domain-containing protein 7

HQPXFH _CHICK | Gallus gallus | Tudor domain-containing protein 7

L5KMV4 PTEAL | Pteropus alecto | Tudor domain-containing protein 7

-[. IBNCP3_ICTTR | Ictidomys tridecemlineatus | Uncharacterized protein
G1SCH8 RABIT | Oryctolagus cuniculus | Uncharacterized protein

QSTTIM MOUSE | Mus musculus | Putative uncharacterized protein

UECF{GE NEOVI | Neovison vison | Tudor domain-containing protein 7

G1S4T3 _NOMLE | Nomascus leucogenys | Uncharacterized protein

A[}A[}JTI{UQT_LASNI | Lasius niger | Tudor domain-containing protein 5

X1WIW2_ACYPI | Acyrthosiphon pisum | Uncharacterized protein

44 EOVJL4 PEDHC | Pediculus humanus subsp. corporis | Putative uncharacterized protein

d.fﬁ.GF’Pdl_ANGGL | Anoplophora glabripennis | Tudor domain-containing protein

1 AOAOT6AU98 9SCAR | Oryctes borbonicus | Uncharacterized protein

AOA139WGI6_TRICA | Tribolium castaneum | Tudor domain-containing protein 7-like protein

N6TQX5 DENPD | Dendroctonus ponderosae | Uncharacterized protein

K4MTL4 GRYBI | Gryllus bimaculatus | Oskar

K7JUZ2 NASVI | Nasonia vitripennis | Uncharacterized protein

F2WJY6 9HYME | Messor pergandei | Oskar

FAWQN7_ACREC | Acromyrmex echinatior | Maternal effect protein oskar

E91Z46 SOLIN | Solenopsis invicta | Putative uncharacterized protein

AOA026WMY1_CERBI | Cerapachys biroi | Maternal effect protein oskar

E2A718 CAMFO | Camponotus floridanus | Putative uncharacterized protein

BOWIV7_CULQU | Culex quinquefasciatus | Oskar

Q2PP79_AEDAE | Aedes aegypti | Oskar

81 Q7PQJ3_ANOGA | Anopheles gambiae | AGAP003545-PA

W5JJ85 ANODA | Anopheles darlingi | Uncharacterized protein

94 T1DTM7_ANOAQ | Anopheles aquasalis | Uncharacterized protein
ADAO084WRU4 ANOSI | Anopheles sinensis | AGAP003545-PA-like protein
USEFJ8 9DIPT | Corethrella appendiculata | Putative oskar
AQAOLOCP24 LUCCU | Lucilia cuprina | Uncharacterized protein
3 T1IPG45 _MUSDO | Musca domestica | GDSL-like Lipase/Acylhydrolase
B4K9E5 DROMO | Drosophila mojavensis | Uncharacterized protein
A1Y1T7_DROIM | Drosophila immigrans | Oskar
{Q B4N816 DROWI | Drosophila willistoni | Uncharacterized protein
36

B4JTJ1 DROGR | Drosophila grimshawi | GH23955
E4LXI{5_DF{GVI | Drosophila virilis | Oskar
WE8CE30_CERCA | Ceratitis capitata | Maternal effect protein oskar

{. AOAOK8WOW3 _BACLA | Bactrocera latifrons | Maternal effect protein oskar
"m‘c AOAO034WRF5_BACDO | Bactrocera dorsalis | Maternal effect protein oskar

AOADA1XRQ4 _BACCU | Bactrocera cucurbitae | Maternal effect protein oskar
AQAOLBHW18 OCTBM | Octopus bimaculoides | Uncharacterized protein

R7UJX3 _CAPTE | Capitella teleta | Uncharacterized protein
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V3Z0BO _LOTGI | Lottia gigantea | Uncharacterized protein

W4ZBK4 STRPU | Strongylocentrotus purpuratus | Uncharacterized protein
H2YLA8 CIOSA | Ciona savignyi | Uncharacterized protein

C3ZCL9 BRAFL | Branchiostoma floridae | Putative uncharacterized protein

EOQLS58 9FIRM | [Eubacterium] yurii subsp. margaretiae ATCC 43715 | Uncharacterized protein
J4K9P6 9FIRM | Peptostreptococcaceae bacterium AS15 | NYN domain protein



AOAOE3QN36_METBA | Methanosarcina barkeri str. Wiesmoor | Putative tesA-like protease
R6T7B3_9BACE | Bacteroides sp. CAG:770 | GDSL-like protein
R5S0B3_9BACE | Bacteroides sp. CAG:545 | GDSL-like protein
78 W E1YW67_9PORP | Parabacteroides sp. 20_3 | GDSL-like protein
a7 AOAO073IAZ3_9PORP | Porphyromonas sp. 31_2 | Uncharacterized protein
f‘ AOAOQJ9FZD4 9PORP | Parabacteroides sp. D26 | Uncharacterized protein

54
AOAD06957Q5 9PORP | Parabacteroides distasonis str. 3776 Po2 i | Uncharacterized protein

B7KKAG6_CYAP7 | Cyanothece sp. (strain PCC 7424) | Lipolytic protein G-D-S-L family
AOAOLTHYX4_9PLEO | Stemphylium lycopersici | Carbohydrate esterase family 3 protein
1o ’ E3RJZ5 _PYRTT | Pyrenophora teres f. teres (strain 0-1) | Putative uncharacterized protein
F AOAO94AEO0_9PEZI | Pseudogymnoascus sp. VKM F-4281 (FW-2241) | Uncharacterized protein
G2QGBO0_MYCTT | Myceliophthora thermophila (strain ATCC 42464 / BCRC 31852 / DSM 1799) | Carbohydrate esterase family 3 protein
— '[. GOS9F4_CHATD | Chaetomium thermophilum (strain DSM 1495/ CBS 144.50 / IMI 039719) | Putative uncharacterized protein
G2HS43 9PROT | Arcobacter sp. L | Lipolytic protein

GZQVWQ THITE | Thielavia terrestris (strain ATCC 38088 / NRRL 8126) | Carbohydrate esterase family 3 protein
SSPEQ8_9PROT | Arcobacter butzleri 7h1h | Lipolytic enzyme, GDSL domain protein
‘[5 AOAODGIK3LS 9PROT | Arcobacter butzleri L348 | Lipolytic protein

AOAOM1UPTO_9PROT | Arcobacter butzleri ED-1 | Lipolytic protein
E6L4E3 9PROT | Arcobacter butzleri JV22 | Lipolytic protein
ABEWS4 _ARCB4 | Arcobacter butzleri (strain RM4018) | Lipolytic enzyme, GDSL domain
ASNBNS_CLOKS | Clostridium kluyveri (strain ATCC 8527 / DSM 555 / NCIMB 10680) | Uncharacterized protein
D5DGY9 BACMD | Bacillus megaterium (strain DSM 319) | Lipase/Acylhydrolase (GDSL)
AOAOMOWNMO_9BACI | Bacillus sp. FJAT-21351 | Lipase
K8GFE2_9CYAN | Oscillatoriales cyanobacterium JSC-12 | Lysophospholipase L1-like esterase
KOWJ28 9CYAN | Microcoleus sp. PCC 7113 | Lysophospholipase L1-like esterase
R7ADB4_9BACE | Bacteroides pectinophilus CAG:437 | Uncharacterized protein
R5GT16_9FIRM | Eubacterium sp. CAG:786 | GDSL-like protein
R5LL12_9FIRM | Eubacterium sp. CAG:115 | GDSL-like protein
FEDQCO_DESRL | Desulfotomaculum ruminis (strain ATCC 23193 / DSM 2154 / NCIB 8452 / DL) | Lipolytic protein G-D-S-L family
_ .B AOAOHOSJO0_9BACL | Brevibacillus formosus | Lysophospholipase
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o J3A568_ 9BACL | Brevibacillus sp. BC25 | Lysophospholipase L1-like esterase

AOAOJ6BBM7_BREBE | Brevibacillus brevis | Lysophospholipase
AOAOLOWARG6_CLOPU | Clostridium purinilyticum | Lysophospholipase L1
AOAOCTUEUO_9CLOT | Clostridium argentinense CDC 2741 | GDSL-like Lipase/Acylhydrolase family protein
Q897X6_CLOTE | Clostridium tetani (strain Massachusetts / E88) | Platelet activating factor acetylhydrolase-like protein
UBEVCZ2_CLOTA | Clostridium tetani 12124569 | Platelet activating factor acetylhydrolase-likeprotein
AOAQ095ZDI3_9FIRM | Tissierellia bacterium S7-1-4 | Uncharacterized protein
AODAO72YBNS_9CLOT | Clostridium sp. K25 | Acetylhydrolase
AOAD78KJ49 9FIRM | [Clostridium] cellulosi | Uncharacterized protein
W3ACS50_9BACL | Planomicrobium glaciei CHR43 | Uncharacterized protein
AOAD98EIL2 9BACL | Planomicrobium sp. ES2 | Multifunctional acyl-CoAthioesterase | and protease | and lysophospholipase L1
R4JC30_9BACT | uncultured bacterium BAC25G1 | Uncharacterized protein
RSVMZ1_9FIRM | Firmicutes bacterium CAG:631 | GDSL-like protein

ADAOHTUPZY9 _STRAG | Streptococcus agalactiae | Acylneuraminate cytidylyltransferase
12 100 ADADA6S1U2_STRUB | Streptococcus uberis | Acylneuraminate cytidylyltransferase
— E R2P1Z4 9ENTE | Enterococcus raffinosus ATCC 49464 | Uncharacterized protein

AOAOG1KNS7_9BACT | candidate division WWE3 bacterium GW2011_GWC2_44 9 | Secreted protein

E9I8K8_SOLIN | Solenopsis invicta | Putative uncharacterized protein
AOAO026WMY1_CERBI | Cerapachys biroi | Maternal effect protein oskar

E2BYHO_HARSA | Harpegnathos saltator | Putative uncharacterized protein
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E2A718_CAMFO | Camponotus floridanus | Putative uncharacterized protein

FZWJYB _9HYME | Messor pergandei | Oskar

F4WQN?_ACREC | Acromyrmex echinatior | Maternal effect protein oskar

E9IZ45 SOLIN | Solenopsis invicta | Putative uncharacterized protein

AOAOJ7KH44 LASNI | Lasius niger | Maternal effect protein oskar

E1A883 NASVI | Nasonia vitripennis | Oskar

AOAOC9QHR7_9HYME | Fopius arisanus | Osk protein

KAMTL4_GRYBI | Gryllus bimaculatus | Oskar

Q2PP79_AEDAE | Aedes aegypti | Oskar

BOWIV7_CULQU | Culex quinquefasciatus | Oskar

USEFJ8 9DIPT | Corethrella appendiculata | Putative oskar

T1PG45_MUSDO | Musca domestica | GDSL-like Lipase/Acylhydrolase

AOAOLOCP24 LUCCU | Lucilia cuprina | Uncharacterized protein

WB8CE30_CERCA | Ceratitis capitata | Matemal effect protein oskar
AOAO034WRF5_BACDO | Bactrocera dorsalis | Maternal effect protein oskar

.8 AOAOK8U7J3_BACLA | Bactrocera latifrons | Maternal effect protein oskar
2 AOAOATXRQ4_BACCU | Bactrocera cucurbitae | Maternal effect protein oskar
A1Y1T7_DROIM | Drosophila immigrans | Oskar

‘B B4LXK5_DROVI | Drosophila virilis | Oskar
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AOAOM4F3M8_ DROBS | Drosophila busckii | Osk
EM.JT.J1 _DROGR | Drosophila grimshawi | GH23955
84K9E5 _DROMO | Drosophila mojavensis | Uncharacterized protein
B3LZ06_DROAN | Drosophila ananassae | Uncharacterized protein
-[. B3P1W4_DROER | Drosophila erecta | GG13545
‘r ‘r B4PTX6_DROYA | Drosophila yakuba | Uncharacterized protein

a1

EBNH25 DROME | Drosophila melanogaster | RE24380p
B4HKZ1_DROSE | Drosophila sechellia | GM23770
AOA126GUR4_DROME | Drosophila melanogaster | Oskar, isoform D
Q295Q4 DROPS | Drosophila pseudoobscura pseudoobscura | Uncharacterized protein, isoform A
AOAO059PGF2_9MUSC | Drosophila pseudoobscura | GA10627
m'ﬂs AOA059PF64 9MUSC | Drosophila pseudoobscura | GA10627
B4N815_DROW!I | Drosophila willistoni | Uncharacterized protein
T1DTM7_ANOAQ | Anopheles aquasalis | Uncharacterized protein
W5JJ85_ANODA | Anopheles darlingi | Uncharacterized protein
AOAD084WRU4_ANOSI | Anopheles sinensis | AGAP003545-PA-like protein
Q7PQJ3_ANOGA | Anopheles gambiae | AGAP003545-PA
AOAOG3CFD7_METBA | Methanosarcina barkeri CM1 | GDSL family lipase/acylhydrolase
| |
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AOAOE3QN36_METBA
R6T7B3_9BACE
R5S0B3_9BACE
E1YW67 9PORP
AOA073IAZ3_9PORP
AOAQJ9FZD4 9PORP
AOA069S7Q5_9PORP

S CAZ3

B7KKA6_CYAP7
F6EDQCO_DESRL
AOAOH0SJ00 9BACL
J3A568 9BACL
AOA0J6BBM7_BREBE
R5GT16 9FIRM
R5LL12 9FIRM
AOA078KJ49 9FIRM
AOA072Y8N5_9CLOT
R7ADB4_9BACE
Q897X6_CLOTE
UGEVC2_CLOTA
AOA095ZDI3_9FIRM
AOAOLOWAR6_CLOPU
AOAOC1UEUO_9CLOT
R4JC30 9BACT
ASN8N5_CLOKS
DSDGY9_BACMD
AOAOMOWNMO_9BACI
KOWJ28 9CYAN
W3AC50 9BACL
AOAO9SEIL2 9BACL
K8GFE2_9CYAN
G2HS43_9PROT
S5PEQ8_9PROT
AOAOGOK3L5 9PROT
AOAOM1UPTO_9PROT
E6L4E3 9PROT
ASEWS4 ARCB4
AOAOH1UPZ9 STRAG
AOAOA6S1U2 STRUB
AOAOG1KN57_9BACT
R2P1Z4 9ENTE
R5VMZ1 9FIRM

OSK

AOAOG3CFD7_METBA
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EOQL58 9FIRM
AOAOGOIVI6 9BACT
G3R6R4 GORGO
H2QOP6_PANTR
G1KVTO_ ANOCA
AOA024R910 HUMAN
H2N4]0 PONAB
G7NU06_MACFA
AOA096NXU4 PAPAN
F7CN93_MACMU
AOAODYRID1 CHLSB
F7GPY1 CALJA
G1PFT9 MYOLU
L9L889 TUPCH
G1M861 AILME
AOAOAOMPC8 CANLF
M3Y1J3 MUSPF
M3VXB3_ FELCA
HOWX16_OTOGA
S7NG41 MYOBR
F1S6A1 PIG
AOAOH2UHC6 RAT
AOAO61HYN9 CRIGR
AOAOPBIFX9 HETGA
HOVO01 CAVPO
G3TEV7 LOXAF
G5E528 BOVIN
W5Q779 SHEEP
L8I7L7 9CETA
F6WY93 HORSE
G3VEY7 SARHA
F7B4W0_MONDO
F6YHO90 ORNAN
K7FVR3_PELSI
VOKH94 CALMI
WS5LEX2 ASTMX
AOAOP7YHR6_9TELE
S4NW46_9NEOP
E2BFZ8 HARSA
AOAO67RPA3_ZOONE
AOA139WGI6_ TRICA
AOAO23EWV9_ TRIIF
AOAOKSTEH4 LYGHE
AOAO88ASD6_APIME
V5GPP4 ANOGL
N6TQX5 DENPD

LOTUS

K1QZD2 CRAGI
AOAO87XQP1 POEFO
H3DL34 TETNG
H2MII4 ORYLA
AOAOFSAWRS5 LARCR
H2USX7 TAKRU
AOAO60W2X9 ONCMY
AOA0J9YJ00 DANRE
W5N030_LEPOC
AOA099ZTTS TINGU
ROPXP1 CHICK
L5KMV4 PTEAL
Q3TTK4 MOUSE
I3NCP3 ICTTR
G1SCH8 RABIT
U6CRG5_NEOVI
G1S4T3 NOMLE
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